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White	Band	Disease		
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275	Samples	DNA	ExtracGon	

16S	AmplificaGon	

Illumina	Sequencing	 65,413,553		
Reads	

Clustering	at	97%		
97,933	OTUs	

(OperaGonal	Taxonomic		
Units	aka	species)	

BioinformaGcs	

GLMMs	
T1	factors:	Colony	

T2	and	3	fixed	factors:		
Final	disease	state	+	Site	*	Inoculant	*	
Timepoint	*	Inoculant	site	

Workflow	

ACTGACTGACTG	



Who,	where,	when?	

•  Who	are	residents	of	healthy	corals?	

•  How	do	these	residents	change	in	response	to	dose	and	
disease?	

•  Who	are	ini>ally	colonizing	diseased	corals	from	the	dose?		
	

•  Who	are	already	present	on	corals	and	responding	to	dose?		
	



•  Differ	between	colonies		
				at	>me	1	(22,000	OTUs)	
•  Differ	according	to	final		
				disease	state:	more	abundant		
				in	control	(healthy)	corals	

Who	are	healthy	residents?	

Colony	had	a	large	effect	on		
healthy	>me	one	microbiomes	(PERMANOVA,	R2=0.18,	p=0.001)	

	



Endozoicomonas (Family: Hahellaceae): Colony-Specific Resident OTUs at Time 1
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Who	are	healthy	residents?	

148	Endozoicomonas	

Endozoicomonas (Family: Hahellaceae): Colony-Specific Resident OTUs at Time 1
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Endozoicomonas	abundance	in	corals	at	>me	one	
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Endozoicomonas	abundance	in	dosed	corals		



Who	are	colonizing	diseased	corals	
from	the	dose?	When	do	they	

colonize?	

•  More	abundant	in	the	dose	than	control	
•  Differ	based	on	final	disease	state	
•  More	abundant	in	dosed	diseased	corals	than	
controls	

•  At	>me	two	and	>me	three	
•  Consistent	across	site	

	 	 	 	 	 	 	265	OTUS	
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Who	are	already	present	on	corals	and	
responding	to	dose?		

	
•  Differ	based	on	final	disease	state	
•  More	abundant	in	dosed	diseased	corals	than	
controls	

•  At	>me	two	and	>me	three	
•  Consistent	across	site	
•  Present	on	Time	1	corals	
	
	 272	OTUs	
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Conclusions	

Decrease	in	residents	(colony-specific)	

Coloniza>on	by	disease-associated	bacteria	

Increase	in	primary	responders		
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